form of solid tumor in humans and is among the most common malignancies. Current estimates indicate that 1 in 6 men in the United States will be diagnosed with prostate cancer in his lifetime, in 2002, an estimated 189,000 prostate cancer diagnoses were made in the United States, accompanied by estimated 30.200 prostate cancer deaths.
(Reiter RE, deKemion JB ZOOZ), Despite the high prevalence and clinical importance of prostate cancer, the primary cause or causes and the mo1ecula.r mechanisms underlying the development and progression of this disease is poorly understood. The lack of knowledge about these mechanisms is among the most important reasons why there are no effective prevention strategies or treatment modalities to cure advanced prostate cancer.
Biochemistry has played an ancillary role in elaborating the mechanistic aspects of the interactions. However, an understanding of their biochemistry becomes paramount when we are challenged to define potential targets for drugs and to devise suitable screening systems for drug discovery.
Bioinfor~natics is a powerful tool and is a new paradigm in the detection and diagnosis of prostate cancer. (RKIP) in the metastatic cell line. (Fu,Z.et al.2003 
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GLOBE prediction of globularity says that protein appears to be compact and has a globular domain. 
Primary Sequence comparison
The sequence alignment of btRKIP (template) from and RKZP (target) is shown in Fig.1 . The sequence RKlp shows 94.1% of identity with the sequence of btRKIP. 
Fig.2. Molecular Modef of K I P from MODELLER

